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Sepsis is a complex heterogeneous condition, and the current lack of effective risk and outcome predic-
tors hinders the improvement of its management. Using a reductionist approach leveraging publicly avail-
able transcriptomic data, we describe a knowledge gap for the role of ACVR1B (activin A receptor type
1B) in sepsis. ACVR1B, a member of the transforming growth factor-beta (TGF-beta) superfamily, was
selected based on the following: 1) induction upon in vitro exposure of neutrophils from healthy subjects
with the serum of septic patients (GSE49755), and 2) absence or minimal overlap between ACVR1B,
sepsis, inflammation, or neutrophil in published literature. Moreover, ACVR1B expression is upregulated
in septic melioidosis, a widespread cause of fatal sepsis in the tropics. Key biological concepts extracted
from a series of PubMed queries established indirect links between ACVR1B and ”cancer”, ”TGF-beta
superfamily”, ”cell proliferation”, ”inhibitors of activin”, and ”apoptosis”. We confirmed our observations
by measuring ACVR1B transcript abundance in buffy coat samples obtained from healthy individuals
(n=3) exposed to septic plasma (n = 26 melioidosis sepsis cases)ex vivo. Based on our re-investigation
of publicly available transcriptomic data and newly generated ex vivo data, we provide perspective on the
role of ACVR1B during sepsis. Additional experiments for addressing this knowledge gap are discussed.
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