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Over the past years, technological advances in transcriptomics provided deep insights into gene ex-
pression programs and their role in tissue organization and cellular functions. The isolation of ribosome-
associated transcripts is a powerful approach for deep profiling of cell type-specific transcripts, and
particularly well-suited for quantitative analysis of transcript isoforms. This method employs conditional
ribosome epitope-tagging in genetically defined cell types, followed by affinity-isolation of ribosome-
associated mRNAs. Advantages of this approach are twofold: first, the method enables rapid retrieval
of mRNAs without tissue dissociation and cell sorting steps. Second, capturing of ribosome-associated
mRNAs, enriches for transcripts recruited for active translation, therefore providing an approximation to
the cellular translatome. Here, we describe one application of this method for the identification of the
transcriptome of excitatory neuronal cells (mitral and tufted cells) of the mouse olfactory bulb, through
RiboTag isolation from the vGlut2-IRES-cre mouse line as genetic driver of endogenously tagged ribo-
some expression.
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